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<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1017 
<212> DNA 

<213> homo sapiens 



<400> 1 

atgaaaagtc 

acaaggatgt 

atgggtcgag 

cacgaatttc 

ggaaatattg 

ttttttccac 

atgctccaaa 

ttcttagttt 

gattgttatg 

tacatccaac 

ggttttacat 

ggtctcccaa 

gtctttgtgg 

attatggtca 

tgtgcctccc 

cagcctcagt 

gttattccca 



aaattgaaaa 
tcctgctttt 
gaaacagcac 
agcatgtcct 
gaatgatctt 
aacatttggc 
gcttcacaga 
atgcaacatt 
ttgccatctg 
tcgtagctgg 
tttcactgtc 
ttcttgccct 
gatttgactt 
ccatcctgaa 
acctgacagc 
ctaataattc 
tgttgaatcc 



aagtgactta 
ctgggtcctt 
tgaagtgact 
tttcattgta 
actcatcaag 
ttttgttgat 
agaaaataat 
tgcaaccagt 
taagcccctt 
ctcatatatt 
cttctgcaag 
ttcatgctcc 
gatgttcact 
gatgtcttc t 
agtaaccatt 
tcaggagaat 
tttaatctat 



aaatatagag 
ctcttggtcc 
gaattccatc 
cttcttctta 
accgattcca 
atctgttata 
ttgataacat 
gactgttacc 
cgctatccca 
ataggctcaa 
tctaataaaa 
aacattgaca 
gagttggtca 
actgctggga 
ttctatggga 
atgaaagtag 
agcttgagaa 



ccattttatt 
tttctagact 
ttctgggatt 
tctatgtgac 
gacttcaaac 
cttctgctat 
ttcggggctg 
tcctagctat 
tgatcatgtc 
taaatgcctc 
tcaatcactt 
tcaacatcat 
tcatcttttc 
ggaaaaaatc 
cactctctta 
cctctatatt 
ataaggaagg 



gcaaaaagtc 60 
tttggtagtc 120 
tggtgtccaa 180 
ctccctgata 240 
acccatgtac 300 
cactcccaag 360 
tgtgatacaa 420 
tatggcaatg 480 
ccaaacagtc 540 
tgtacataca 600 
tttctgtgat 660 
tctagatgtt 720 
ctacatctac 780 
cttctccaca 840 
catgtactta 900 
ttatggcact 960 
aaaataa 1017 



<210> 2 
<211> 338 
<212> PRT 
< 2 1 3 > homo 



sapiens 



<400> 2 

Met Lys Ser Gin lie Glu Lys Ser Asp Leu Lys Tyr Arg Ala lie Leu 

15 10 15 

Leu Gin Lys Val Thr Arg Met Phe Leu Leu Phe Trp Val Leu Leu Leu 

20 25 30 



1 



Val Leu Ser Arg Leu Leu Val Val Met Gly Arg Gly Asn Ser Thr Glu 

35 40 45 

Val Thr Glu Phe His Leu Leu Gly Phe Gly Val Gin His Glu Phe Gin 

50 . 55 60 

His Val Leu Phe lie Val Leu Leu Leu lie Tyr Val Thr Ser Leu lie 
65 70 75 80 

Gly Asn lie Gly Met lie Leu Leu lie Lys Thr Asp Ser Arg Leu Gin 

85 90 95 

Thr Pro Met Tyr Phe Phe Pro Gin His Leu Ala Phe Val Asp lie Cys 

100 105 110 

Tyr Thr Ser Ala lie Thr Pro Lys Met Leu Gin Ser Phe Thr Glu Glu 

115 120 125 

Asn Asn Leu lie Thr Phe Arg Gly Cys Val lie Gin Phe Leu Val Tyr 

130 135 140 

Ala Thr Phe Ala Thr Ser Asp Cys Tyr Leu Leu Ala lie Met Ala Met 
145 150 155 160 

Asp Cys Tyr Val. Ala lie Cys Lys Pro Leu Arg Tyr Pro Met lie Met 

165 170 175 

Ser Gin Thr Val Tyr lie Gin Leu Val Ala Gly Ser Tyr lie lie Gly 

180 185 190 

Ser lie Asn Ala Ser Val His Thr Gly Phe Thr Phe Ser Leu Ser Phe 
■Q 195 200 205 

u3 Cys Lys Ser Asn Lys I -*- e Asn Pne Pne c y s As p G iy Leu Pro ^ e 

Cj 21 ° 215 220 

ifl Leu Ala Leu Ser Cys Ser Asn lie Asp lie Asn lie lie Leu Asp Val 
225 230 235 240 

Val Phe Val ply Phe Asp Leu Met Phe Thr Glu Leu Val lie lie Phe 

245 250 255 

Ser Tyr lie Tyr lie Met Val Thr lie Leu Lys Met Ser Ser Thr Ala 

260 265 270 

Gly Arg Lys Lys Ser Phe Ser Thr Cys Ala Ser His Leu Thr Ala Val 

275 280 285 

Thr lie Phe Tyr Gly Thr Leu Ser Tyr Met Tyr Leu Gin Pro Gin Ser 
H 290 295 300 

Asn Asn Ser Gin Glu Asn Met Lys Val Ala Ser lie Phe Tyr Gly Thr 
305 310 315 320 

Val lie Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu 

325 330 335 

Gly Lys 



3 



13 



! j 



<210> 3 

<211> 897 

<212> DNA 

<213> homo sapiens 



<400> 3 

atgggtcgag 

cacgaatttc 

ggaaatattg 

ttttttccac 

atgctccaaa 

ttcttagttt 

gattgttatg 

tacatccaac 



gaaacagcac 
agcatgtcct 
gaatgatctt 
aacatttggc 
gcttcacaga 
atgcaacatt 
ttgccatctg 
tcgtagctgg 



tgaagtgact 
tttcattgta 
actcatcaag 
ttttgttgat 
agaaaataat 
tgcaaccagt 
taagcccctt 
ctcatatatt 



gaattccatc 
cttcttctta 
accgattcca 
atctgttata 
ttgataacat 
gactgttacc 
cgctatccca 
ataggctcaa 



ttctgggatt 
tctatgtgac 
gacttcaaac 
cttctgctat 
ttcggggctg 
tcctagctat 
tgatcatgtc 
taaatgcctc 



tggtgtccaa 60 
ctccctgata 120 
acccatgtac 180 
cactcccaag 240 
tgtgatacaa 300 
tatggcaatg 3 60 
ccaaacagtc 420 
tgtacataca 480 



2 



ggttttacat tttcactgtc cttctgcaag tctaataaaa tcaatcactt tttctgtgat 540 
ggtctcccaa ttcttgccct ttcatgctcc aacattgaca tcaacatcat tctagatgtt 600 
gtctttgtgg gatttgactt gatgttcact gagttggtca tcatcttttc ctacatctac 660 
attatggtca ccatcctgaa gatgtcttct actgctggga ggaaaaaatc cttctccaca 720 
tgtgcctccc acctgacagc agtaaccatt ttctatggga cactctctta catgtactta 780 
cagcctcagt ctaataattc tcaggagaat atgaaagtag cctctatatt ttatggcact 840 
gttattccca tgttgaatcc tttaatctat agcttgagaa ataaggaagg aaaataa 897 



<210> 4 

<211> 298 

<212> PRT 

<213> homo sapiens 



<400> 4 





Met 


Gly 


Arg 


Gly 


Asn 


Ser 


Thr 


Glu 


Val 


Thr 


Glu 


Phe 


His 


Leu 


Leu 


Gly 




1 








5 










10 










15 






Phe 


Gly 


Val 


Gin 
20 


His 


Glu 


Phe 


Gin 


His 
25 


Val 


Leu 


Phe 


He 


Val 
30 


Leu 


Leu 




Leu 


lie 


Tyr 
35 


Val 


Thr 


Ser 


Leu 


He 
40 


Gly 


Asn 


He 


Gly 


Met 
45 


He 


Leu 


Leu 


5: — i 


lie 


Lys 


Thr 


Asp 


Ser 


Arg 


Leu 


Gin 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Pro 


Gin 






50 










55 










60 












His 


Leu 


Ala 


Phe 


Val 


Asp 


He 


Cys 


Tyr 


Thr 


Ser 


Ala 


He 


Thr 


Pro 


Lys 




65 










70 










75 


• 








80 


s m 


Met 


Leu 


Gin 


Ser 


Phe 


Thr 


Glu 


Glu 


Asn 


Asn 


Leu 


He 


Thr 


Phe 


Arg 


Gly 


; . t 
i ~ ' 










85 










90 










95 






Cys 


Val 


He 


Gin 


Phe 


Leu 


Val 


Tyr 


Ala 


Thr 


Phe 


Ala 


Thr 


Ser 


Asp 


Cys 


? prf 








100 










105 










110 






=' 


Tyr 


Leu 


Leu 


Ala 


He 


Met 


Ala 


Met 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


1 1 






i j — > 










1 70 










J- £i «J 










Pro 


Leu 


Arg 


Tyr 


Pro 


Met 


He 


Met 


Ser 


Gin 


Thr 


Val 


Tyr 


He 


Gin 


Leu 






130 










135 










140 










M 


Val 


Ala 


Gly 


Ser 


Tyr 


He 


He 


Gly 


Ser 


He 


Asn 


Ala 


Ser 


Val 


His 


Thr 


145 










150 










155 










160 


; : 

! I 


Gly 


Phe 


Thr 


Phe 


Ser 


Leu 


Ser 


Phe 


Cys 


Lys 


Ser 


Asn 


Lys 


He 


Asn 


His 












165 










170 










175 






Phe 


Phe 


Cys 


Asp 
180 


Gly 


Leu 


Pro 


He 


Leu 
185 


Ala 


Leu 


Ser 


Cys 


Ser 
190 


Asn 


He 




Asp 


He 


Asn 
195 


He 


He 


Leu 


Asp 


Val 
200 


Val 


Phe 


Val 


Gly 


Phe 
205 


Asp 


Leu 


Met 




Phe 


Thr 
210 


Glu 


Leu 


Val 


He 


He 
215 


Phe 


Ser 


Tyr 


He 


Tyr 
220 


He 


Met 


Val 


Thr 




lie 


Leu 


Lys 


Met 


Ser 


Ser 


Thr 


Ala 


Gly 


Arg 


Lys 


Lys 


Ser 


Phe 


Ser 


Thr 




225 










230 










235 










240 




Cys 


Ala 


Ser 


His 


Leu 
245 


Thr 


Ala 


Val 


Thr 


He 
250 


Phe 


Tyr 


Gly 


Thr 


Leu 
255 


Ser 




Tyr 


Met 


Tyr 


Leu 
260 


Gin 


Pro 


Gin 


Ser 


Asn 
265 


Asn 


Ser 


Gin 


Glu 


Asn 
270 


Met 


Lys 




Val 


Ala 


Ser 
275 


He 


Phe 


Tyr 


Gly 


Thr 
280 


Val 


He 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 



He Tyr Ser Leu Arg Asn Lys Glu Gly Lys 
290 295 



<210> 5 
<211> 951 



3 



<212> DNA 

<213> homo sapiens 



9 t 



J 
I 

t 
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<400> 5 

atgttcctgc ttttctgggt ccttctcttg gtcctttcta gacttttggt agtcatgggt 60 
cgaggaaaca gcactgaagt gactgaattc catcttctgg gatttggtgt ccaacacgaa 120 
tttcagcatg tccttttcat tgtacttctt cttatctatg tgacctccct gataggaaat 180 
attggaatga tcttactcat caagaccgat tccagacttc aaacacccat gtactttttt 240 
ccacaacatt tggcttttgt tgatatctgt tatacttctg ctatcactcc caagatgctc 300 
caaagcttca cagaagaaaa taatttgata acatttcggg gctgtgtgat acaattctta 360 
gtttatgcaa catttgcaac cagtgactgt tacctcctag ctattatggc aatggattgt 420 
tatgttgcca tctgtaagcc ccttcgctat cccatgatca tgtcccaaac agtctacatc 480 
caactcgtag ctggctcata tattataggc tcaataaatg cctctgtaca tacaggtttt 540 
acattttcac tgtccttctg caagtctaat aaaatcaatc actttttctg tgatggtctc 600 
ccaattcttg ccctttcatg ctccaacatt gacatcaaca tcattctaga tgttgtcttt 660 
gtgggatttg acttgatgtt cactgagttg gtcatcatct tttcctacat ctacattatg 720 
gtcaccatcc tgaagatgtc ttctactgct gggaggaaaa aatccttctc cacatgtgcc 780 
tcccacctga cagcagtaac cattttctat gggacactct cttacatgta cttacagcct 840 
cagtctaata attctcagga gaatatgaaa gtagcctcta tattttatgg cactgttatt 900 
cccatgttga atcctttaat ctatagcttg agaaataagg aaggaaaata a 951 

<210> 6 



ft <211> 316 



<212> PRT 

<213> homo sapiens 



i! <400> 6 



Met Phe Leu Leu Phe Trp Val Leu Leu Leu Val Leu Ser Arg Leu Leu 

15 10 15 

Val Val Met Gly Arg Gly Asn Ser Thr Glu Val Thr Glu Phe His Leu 

20 25 30 

Leu Gly Phe Gly Val Gin His Glu Phe Gin His Val Leu Phe lie Val 

35 40 45 

Leu Leu Leu lie Tyr Val Thr Ser Leu lie Gly Asn lie Gly Met lie 
M 50 55 60 

H Leu Leu lie Lys Thr Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe 

65 70 75 80 

Pro Gin His Leu Ala Phe Val Asp lie Cys Tyr Thr Ser Ala lie Thr 

85 90 95 

Pro Lys Met Leu Gin Ser Phe Thr Glu Glu Asn Asn Leu lie Thr Phe 

100 105 110 

Arg Gly Cys Val lie Gin Phe Leu Val Tyr Ala Thr Phe Ala Thr Ser 

115 120 125 

Asp Cys Tyr Leu Leu Ala lie Met Ala Met Asp Cys Tyr Val Ala lie 

130 135 140 

Cys Lys Pro Leu Arg Tyr Pro Met lie Met Ser Gin Thr Val Tyr lie 
145 150 155 160 

Gin Leu Val Ala Gly Ser Tyr lie lie Gly Ser lie Asn Ala Ser Val 

165 170 175 

His Thr Gly Phe Thr Phe Ser Leu Ser Phe Cys Lys Ser Asn Lys lie 

180 185 190 

Asn His Phe Phe Cys Asp Gly Leu Pro lie Leu Ala Leu Ser Cys Ser 

195 200 205 

Asn lie Asp lie Asn lie lie Leu Asp Val Val Phe Val Gly Phe Asp 

210 215 220 

Leu Met Phe Thr Glu Leu Val lie lie Phe Ser Tyr lie Tyr lie Met 



4 



225 

Val Thr lie Leu 

Ser Thr Cys Ala 

260 

Leu Ser Tyr Met 
275 

Met Lys Val Ala 
290 

Pro Leu lie Tyr 
305 



230 

Lys Met Ser Ser 
245 

Ser His Leu Thr 

Tyr Leu Gin Pro 

280 

Ser lie Phe Tyr 
295 

Ser Leu Arg Asn 
310 



235 

Thr Ala Gly Arg 
250 

Ala Val Thr lie 
265 

Gin Ser Asn Asn 

Gly Thr Val lie 

300 

Lys Glu Gly Lys 
315 



240 

Lys Lys Ser Phe 
255 

Phe Tyr Gly Thr 
270 

Ser Gin Glu Asn 
285 

Pro Met Leu Asn 



<210> 7 

<211> 2600 

<212> DNA 

<213> homo sapiens 



*J3 



in 



jl-' 

m 

si 



<400> 7 

aattatttct 

taaggccatt 

cctagatgga 

tatgtgaata 

actagaaaga 

ttacatttta 

ttctctatgt 

ttcattttga 

ttataaattt 

attgaaaaaa 

ctgcttttct 

aacagcactg 

catgtccttt 

atgatcttac 

catttggctt 

ttcacagaag 

gcaacatttg 

gccatctgta 

gtagctggct 

tcactgtcct 

cttgcccttt 

tttgacttga 

atcctgaaga 

ctgacagcag 

aataattctc 

ttgaatcctt 

ggaaaaaagt 

cacagctaat 

attaaccatc 

aaaactgaac 

ttttttattt 

aaaaaggaaa 

ccacagaaat 

tagaaaatct 

aggaagaaat 

atccaaaaag 

agagctaata 



tgtttcttgt 
tctcagacat 
agttgcattt 
tgaacatatt 
gaaataaaat 
acgttattta 
ttctaagaac 
agataaatct 
tttttaattt 
gtgacttaaa 
gggtccttct 
aagtgactga 
tcattgtact 
tcatcaagac 
ttgttgatat 
aaaataattt 
caaccagtga 
agccccttcg 
catatattat 
tctgcaagtc 
catgctccaa 
tgttcactga 
tgtcttctac 
taaccatttt 
aggagaatat 
taatctatag 
tttgttaagt 
ctgccaaaat 
taacatcaca 
aaaattgaga 
tgaaataatc 
gatccaaata 
acaaaagatc 
agaggaaata 
tgaaaccttg 
gggcccagac 
ccaatgctat 



tcctccacta 
ccattatata 
taagaatact 
ttgggaaatt 
aagtggctgt 
gaataaatac 
cacgcacatt 
gtttcatctt 
ggaaataaca 
atatagagcc 
cttggtcctt 
attccatctt 
tcttcttatc 
cgattccaga 
ctgttatact 
gataacattt 
ctgttacctc 
ctatcccatg 
aggctcaata 
taataaaatc 
cattgacatc 
gttggtcatc 
tgctgggagg 
ctatgggaca 
gaaagtagcc 
cttgagaaat 
tagacacagt 
ttaaagtttc 
cctagagcaa 
cccaaaagtc 
aataagattg 
agcacaagca 
ctcagagact 
gataaattcc 
aatgaaccaa 
aagacaaatt 
tgaaactatt 



cataatttct 
acagggttaa 
agtacaaaga 
gctctccaat 
gaataattat 
aaatacctgt 
agaagtcagt 
tcatctagta 
ctattgtgag 
attttattgc 
tctagacttt 
ctgggatttg 
tatgtgacct 
cttcaaacac 
tctgctatca 
cggggctgtg 
ctagctatta 
atcatgtccc 
aatgcctctg 
aatcactttt 
aacatcattc 
atcttttcct 
aaaaaatcct 
ctctcttaca 
tctatatttt 
aaggaaggaa 
tgttaaaatt 
taaaataggg 
ttagaaaaaa 
catacaaaga 
gtaggcttct 
gaaaggacaa 
attatgaaca 
caggaacaca 
tatcaagttc 
tgcagtcaaa 
tcaaaatatt 



gtaataagca 
tatacttgta 
cactttgaag 
taattctact 
gtttctaaaa 
ttaatatagt 
cttcttctaa 
actctctctt 
tatttgtcat 
aaaaagtcac 
tggtagtcat 
gtgtccaaca 
ccctgatagg 
ccatgtactt 
ctcccaagat 
tgatacaatt 
tggcaatgga 
aaacagtcta 
tacatacagg 
tctgtgatgg 
tagatgttgt 
acatctacat 
tctccacatg 
tgtacttaca 
atggcactgt 
aataagcttt 
caacacaaca 
agcatgtagg 
gaaataacta 
atcaatgaaa 
atctagattc 
aggtgacatt 
tcatttctat 
caacctctca 
tgaagtggaa 
ttctactaga 
gaagaggagg 



atagaaaatg 60 
aagaatagca 120 
ccttcaaaaa 180 
aatttcaaga 240 
aggtacagaa 3 00 
gaaaaaatgc 3 60 
gaaaatcttc 420 
tacttgatga 480 
gaaaagtcaa 540 
aaggatgttc 600 
gggtcgagga 660 
cgaatttcag 720 
aaatattgga 780 
ttttccacaa 840 
gctccaaagc 900 
cttagtttat 960 
ttgttatgtt 1020 
catccaactc 1080 
ttttacattt 1140 
tctcccaatt 1200 
ctttgtggga 1260 
tatggtcacc 1320 
tgcctcccac 1380 
gcctcagtct 1440 
tattcccatg 1500 
aaaagtgata 1560 
aagcatccag 1620 
aaaatctcaa 1680 
aaatcagaac 1740 
ccaaaacttg 1800 
acaaagaaaa 1860 
ataaacaatc 1920 
gcaaataaac 1980 
agatttaatc 2040 
gctaagtgcc 2100 
tgtaaaaaga 2160 
aactcttttg 2220 



5 



taacccattc 
acaaaaaata 
aatactagca 
ttcattcttg 
atcaatagta 
aataaactcc 
tatctcaaaa 



tacaaagcca 
aaactgcagg 
aatcgaattg 
ggatgcaagt 
tttaaaacaa 
tacatccctt 
taagtgccat 



caattaccct 
caaatatccc 
aacagcacat 
ttggctcaaa 
aaaccatatg 
tataataaaa 



gataccaaaa 
tgatgaacat 
caaaagttaa 
atatgcaaat 
atcatctcaa 
accctcaaaa 



cttagcaacg 
agatgcaaag 
ttcaccatga 
tattaaatct 
tagatgcagg 
aactaggcat 



acaaaacaaa 
ccaacagtga 
tcaagtaggc 
gattcaccac 
aaaattcttc 
caaagcaacg 



2280 
2340 
2400 
2460 
2520 
2580 
2600 



<210> 8 

<211> 924 

<212> DNA 

<213> homo sapiens 



? s J 



5 s ? 



i = 



<400> 8 

atgaatcaca 

cagggaatta 

ctcatcatca 

ctgacactgg 

accatgctaa 

ttcacatggt 

gtggccattt 

ttgctcagca 

atgaggttga 

ttgctggctt 

attaccctgg 

gctattctcc 

catctcacag 

tccagctata 

acattaaacc 

gtgtttgcat 



gcgttgtaac 
tcttcctctt 
ttgccaaaat 
ctgttgtgga 
catcagaaaa 
ctctgggagc 
gtttccctct 
tggtcatggc 
ctttctgtgg 
tgtcctgtag 
ccatagggga 
gtatccgcac 
tggtgaccct 
catttgaaag 
cgatggtgta 
ttctgaaaca 



tgagttcatt 
ttttctcatt 
ctatagcaac 
catcatctgc 
taccatttca 
tgagatggtt 
tcattacagt 
tattgcagtc 
gccaaacacc 
ccctgtaaga 
ctttattctt 
agtagaaggc 
ttactattct 
agacaaggtg 
cagcttccag 
ctag 



attctgggcc 
gtctatcttg 
accttgcata 
acaacaagca 
tatgcaggct 
ctcttcacca 
actattatga 
accaattcct 
attgaccact 
atcaatgagg 
acctgcatct 
aagaggaagg 
cctgtaatct 
gtagctgcac 
aatagggaga 



tcaccaaaaa 
tggcttttct 
cgcccatgta 
tcataccgaa 
gcatgtccca 
ccatggccta 
accaccatat 
gggtgcacac 
tcttctgtga 
tgatggtgta 
cctatggttt 
ccttctcaac 
acacctatat 
tctatactct 
tgcaggcagg 



gcctgaactc 60 
cggcaacatg 120 
tgttttcctt 180 
gatgctgggg 240 
gctcttcttg 300 
tgaccgctat 360 
gtgtgtagcc 420 
agctcttatc 480 
gataccccca 540 
tgttgctgat 600 
tatcattgtt 660 
atgctcatct 720 
ccgccctgct 780 
tgtgactccc 840 
aattaggaag 9 00 

924 



<210> 9 
<211> 307 
<212> PRT 

<213> homo sapiens 



<400> 9 

Met Asn His Ser 
Lys Pro Glu 



Leu Val Ala 
35 

Ser Asn Thr 
50 

Val Val Asp 
65 

Thr Met Leu 

Gin Leu Phe 

Thr Thr Met 
115 

Tyr Ser Thr 
130 

Val Met Ala 



Leu 
20 
Phe 

Leu 

lie 

Thr 

Leu 
100 
Ala 

He 

He 



Val Val Thr Glu 
5 

Gin Gly He He 

Leu Gly Asn Met 

40 

His Thr Pro Met 
55 

He Cys Thr Thr 
70 

Ser Glu Asn Thr 
85 

Phe Thr Trp Ser 

Tyr Asp Arg Tyr 

120 

Met Asn His His 
135 

Ala Val Thr Asn 



Phe He He 
10 

Phe Leu Phe 
25 

Leu He He 

Tyr Val Phe 

Ser He He 
75 

He Ser Tyr 
90 

Leu Gly Ala 
105 

Val Ala He 
Met Cys Val 
Ser Trp Val 



Leu 

Phe 

He 

Leu 

60 

Pro 

Ala 

Glu 

Cys 

Ala 
140 
His 



Gly Leu Thr Lys 
15 

Leu He Val Tyr 
30 

Ala Lys He Tyr 
45 

Leu Thr Leu Ala 

Lys Met Leu Gly 

80 

Gly Cys Met Ser 
95 

Met Val Leu Phe 
110 

Phe Pro Leu His 
125 

Leu Leu Ser Met 
Thr Ala Leu He 



6 



145 150 155 160 

Met Arg Leu Thr Phe Cys Gly Pro Asn Thr lie Asp His Phe Phe Cys 

165 170 175 

Glu lie Pro Pro Leu Leu Ala Leu Ser Cys Ser Pro Val Arg lie Asn 

180 185 190 

Glu Val Met Val Tyr Val Ala Asp lie Thr Leu Ala lie Gly Asp Phe 

195 200 205 

lie Leu Thr Cys lie Ser Tyr Gly Phe lie lie Val Ala lie Leu Arg 

210 215 220 

lie Arg Thr Val Glu Gly Lys Arg Lys Ala Phe Ser Thr Cys Ser Ser 
225 230 235 240 

His Leu Thr Val Val Thr Leu Tyr Tyr Ser Pro Val lie Tyr Thr Tyr 

245 250 255 

lie Arg Pro Ala Ser Ser Tyr Thr Phe Glu Arg Asp Lys Val Val Ala 

260 265 270 

Ala Leu Tyr Thr Leu Val Thr Pro Thr Leu Asn Pro Met Val Tyr Ser 

275 280 285 

Phe Gin Asn Arg Glu Met Gin Ala Gly lie Arg Lys Val Phe Ala Phe 

290 295 300 

Leu Lys His 
305 



<210> 10 

<211> 2000 

<212> DNA 

<213> homo sapiens 

<400> 10 

atttttcatc tgaaatatcc tcactataat tagccctgtc agcttgtatt atttcaagta 60 
tctttgctcg tgtatatctc aaggacacct aaatgtacca tgcaattaac taaattattg 120 
aggtatgtaa taatttgtat tacagctcca ttggatatat atgcatatcc agaatatata 180 
catatgtgtg tgtatatata tatatatgtg tgtgtgtatt tagacaagtt ttaagtgaaa 240 
atgatatcaa aatatttgaa ggcattttga aaatattttt cttctcaacc actggcttca 300 
gtttgagtca tcaatggagg aacatacatc agagaatggg attagtctgg aaaacagagt 3 60 
atattgcctg gaatacagaa ctccatcaaa tgggaattcc tgctgcaaag ttgtgtccaa 420 
tcaagaatta agtccctaag tacacacact cctcatgtta tctcctaaca acacagggat 480 
tctttccatt ttcagttgtt tattctgtgc aattactgcc attcaatcac ccaagcagga 540 
tgaatcacag cgttgtaact gagttcatta ttctgggcct caccaaaaag cctgaactcc 600 
agggaattat cttcctcttt tttctcattg tctatcttgt ggcttttctc ggcaacatgc 660 
tcatcatcat tgccaaaatc tatagcaaca ccttgcatac gcccatgtat gttttccttc 720 
tgacactggc tgttgtggac atcatctgca caacaagcat cataccgaag atgctgggga 780 
ccatgctaac atcagaaaat accatttcat atgcaggctg catgtcccag ctcttcttgt 840 
tcacatggtc tctgggagct gagatggttc tcttcaccac catggcctat gaccgctatg 900 
tggccatttg tttccctctt cattacagta ctattatgaa ccaccatatg tgtgtagcct 960 
tgctcagcat ggtcatggct attgcagtca ccaattcctg ggtgcacaca gctcttatca 102 0 
tgaggttgac tttctgtggg ccaaacacca ttgaccactt cttctgtgag atacccccat 1080 
tgctggcttt gtcctgtagc cctgtaagaa tcaatgaggt gatggtgtat gttgctgata 1140 
ttaccctggc cataggggac tttattctta cctgcatctc ctatggtttt atcattgttg 1200 
ctattctccg tatccgcaca gtagaaggca agaggaaggc cttctcaaca tgctcatctc 1260 
atctcacagt ggtgaccctt tactattctc ctgtaatcta cacctatatc cgccctgctt 1320 
ccagctatac atttgaaaga gacaaggtgg tagctgcact ctatactctt gtgactccca 1380 
cattaaaccc gatggtgtac agcttccaga atagggagat gcaggcagga attaggaagg 144 0 
tgtttgcatt tctgaaacac tagtagtttc aacatgcaac atcacttctg tactccagaa 1500 
ccatcttcta gagcatctca gattttactg gtttttcata cttacctcca ctccaatttt 1560 
cccttccctc ttattcctgc cttcttccta gcagtctcat tgtctccaaa attctgtact 1620 



ctttatgtga agaatattca taaagcaata tgcacaatac cctcacataa atatatgtca 1680 
taatatatat tccaacattt tccaaaaata tgtacataac ttcgaatact tatatatgca 1740 
tatacacaaa tatttaccta tatgtgcatg tgcacatcat acatgcaaat atcacaaaac 1800 
attttgtgta ttttgtgcca tttatttgtt ggtatgtgaa tgtgagctgg agagaagtag 1860 
tgtgtgtgat aaattttccc ttgcttaata ggctgggttc attcacttac agcattgtga 1920 
taatgaggta tctactctgg ggttgaacct cattacgtta tttagatttc attggagaaa 1980 
aatcgtgctc tactgaataa 2000 

<210> 11 ■ 

<211> 882 

<212> DNA 

<213> homo sapiens 



<400> 11 

atgggatttt cgaattcctg ggatattcag attgtacatg ctgctctatt cttcctagtt 60 
tacctggcag ctgtcatagg aaatctccta atcatcatac ttaccactct ggatgttcac 120 
ctccaaaccc caatgtattt ctttttgaga aacttgtctt tcttagattt ttgttacatc 180 
tctgtcacaa ttccaaaatc tattgttagt tccttgactc atgatacttc catttctttc 240 
tttgggtgtg ctctgcaagc cttctttttc atggacttgg caactacgga ggtagccatc 300 
cttacagtga tgtcctatga ccgctatatg gccatctgcc ggcctttaca ttatgaggtc 3 60 
atcataaacc aaggtgtctg tctgaggatg atggccatgt cgtggctcag tggggtgatc 420 
tgtggattca tgcatgtgat agcaacattc tcattaccat tctgtgggcg caatagaata 480 
cgtcaatttt tctgtaatat tccacagctc ctaagcctct tagaccccaa agtaattacc 540 
attgagattg gagtcatggt ttttggtaca agtcttgtga taatctcctt tgttgtaatt 600 
actctctcct acatgtacat tttttctgtc atcatgagga ttccttctaa ggagggtaga 660 
tcaaaaacat tttctacctg cattccacat cttgtggttg taacactctt tatgatatct 720 
ggcagcattg cctatgtgaa gccaatttca aattctcccc ccgttctgga tgttttcctg 780 
tctgcgttct acacagtcgt gcccccgacc ctgaaccccg tcatctatag tctgaggaat 840 
agggacatga aggcagccct gagaaggcag tgtggtccct ga 882 

<210> 12 

<211> 293 

<212> PRT 

<213> homo sapiens 



<400> 12 
Met Gly Phe Ser 
1 

Phe Phe Leu Val 

20 

lie Leu Thr Thr 
35 

Leu Arg Asn Leu 
50 

Pro Lys Ser lie 
65 

Phe Gly Cys Ala 

Glu Val Ala lie 

100 

Cys Arg Pro Leu 
115 

Arg Met Met Ala 
130 

His Val lie Ala 
145 



Asn Ser Trp Asp 
5 

Tyr Leu Ala Ala 

Leu Asp Val His 

40 

Ser Phe Leu Asp 
55 

Val Ser Ser Leu 
70 

Leu Gin Ala Phe 
85 

Leu Thr Val Met 

His Tyr Glu Val 

120 

Met Ser Trp Leu 
135 

Thr Phe Ser Leu 
150 



lie Gin lie Val 
10 

Val lie Gly Asn 
25 

Leu Gin Thr Pro 

Phe Cys Tyr lie 

60 

Thr His Asp Thr 
75 

Phe Phe Met Asp 
90 

Ser Tyr Asp Arg 
105 

lie lie Asn Gin 

Ser Gly Val lie 

140 

Pro Phe Cys Gly 
155 



His Ala Ala Leu 
15 

Leu Leu lie lie 
30 

Met Tyr Phe Phe 
45 

Ser Val Thr lie 

Ser lie Ser Phe 

80 

Leu Ala Thr Thr 
95 

Tyr Met Ala lie 
110 

Gly Val Cys Leu 
125 

Cys Gly Phe Met 

Arg Asn Arg lie 

160 



8 



Arg Gin Phe Phe 

Lys Val lie Thr 

180 

Val lie lie Ser 
195 

Ser Val lie Met 
210 

Ser Thr Cys lie 
225 

Gly Ser lie Ala 

Asp Val Phe Leu 

260 

Pro Val lie Tyr 
275 

Arg Gin Cys Gly 
290 



Cys Asn lie Pro 
165 

lie Glu lie Gly 

Phe Val Val lie 

200 

Arg lie Pro Ser 
215 

Pro His Leu Val 
230 

Tyr Val Lys Pro 
245 

Ser Ala Phe Tyr 

Ser Leu Arg Asn 

280 

Pro 



Gin Leu Leu Ser 
170 

Val Met Val Phe 
185 

Thr Leu Ser Tyr 

Lys Glu Gly Arg 

220 

Val Val Thr Leu 
235 

lie Ser Asn Ser 
250 

Thr Val Val Pro 
265 

Arg Asp Met Lys 



Leu Leu Asp Pro 
175 

Gly Thr Ser Leu 
190 

Met Tyr lie Phe 
205 

Ser Lys Thr Phe 

Phe Met lie Ser 

240 

Pro Pro Val Leu 
255 

Pro Thr Leu Asn 
270 

Ala Ala Leu Arg 
285 



w 

: ; 



<210> 13 
<211> 1200 
<212> DNA 

<213> homo sapiens 



H 



tea? 



1^ 



<400> 13 

attctgtgta 

ttataattaa 

aatccatttt 

ctgaagttgc 

atgetgetet 

tacttaccac 

c tttcttaga 

ctcatgatac 

tggcaactac 

gccggccttt 

tgtcgtggct 

cattctgtgg 

tcttagaccc 

tgataatctc 

ggattccttc 

ttgtaacact 

cccccgttct 

ccgtcatcta 

cctgagaagg 

tettgetcta 



attgagattt 
ttatcacaaa 
ttttctctct 
tgaatttttc 
attcttccta 
tctggatgtt 
tttttgttac 
ttccatttct 
ggaggtagee 
acattatgag 
cagtggggtg 
gegcaataga 
caaagtaatt 
ctttgttgta 
taaggagggt 
ctttatgata 
ggatgttttc 
tagtctgagg 
cagtgtggta 
atcaggcaat 



agggttagaa 
ttgaaatatc 
ttaggaagaa 
ctcatgggat 
gtttacctgg 
cacctccaaa 
atctctgtca 
ttctttgggt 
atccttacag 
gtcatcataa 
atctgtggat 
ataegtcaat 
accattgaga 
attactctct 
agatcaaaaa 
tctggcagca 
ctgtctgcgt 
aatagggaca 
tgctagatga 
ttgtaaactc 



cgatagtatc 
actgggggta 
atggaacgac 
tttcgaattc 
cagctgtcat 
ccccaatgta 
caattccaaa 
gtgetctgea 
tgatgtccta 
accaaggtgt 
teatgeatgt 
ttttc tgtaa 
ttggagtcat 
cctacatgta 
cattttctac 
ttgcctatgt 
tctacacagt 
tgaaggcagc 
agaatttgat 
tctgggttta 



catgetgeat 
gecatatttg 
cacaagtgat 
ctgggatatt 
aggaaatctc 
tttctttttg 
atctattgtt 
agecttcttt 
tgacegctat 
ctgtctgagg 
gatagcaaca 
tattccacag 
ggtttttggt 
cattttttct 
ctgcattcca 
gaagecaatt 
cgtgcccccg 
cctgagaagg 
tacggaccag 
tattttcaat 



atgagtaacc 60 
atatttctat 120 
tttaaccaaa 180 
cagattgtac 240 
ctaatcatca 300 
agaaacttgt 360 
agttccttga 420 
ttcatggact 480 
atggccatct 540 
atgatggcca 600 
ttctcattac 660 
ctcctaagcc 720 
acaagtcttg 780 
gtcatcatga 840 
catcttgtgg 900 
tcaaattctc 960 
accctgaacc 1020 
cagtgtggtc 1080 
actcttgaac 1140 
tgattgctga 1200 



<210> 14 
<211> 1074 
<212> DNA 

<213> homo sapiens 
<400> 14 

atgaataaca ctattgtatt tgtcataaaa atacaaatag aaaaaagtga cttgaaatat 60 
agagecattt cattgeaaga aatctcaaag atttcccttc ttttctgggt ccttctcttg 120 



9 



gtcatttcta gacttttact agccatgaca ctaggaaaca gcactgaagt cactgaattc 180 
tatcttctgg gatttggtgc ccagcatgag ttttggtgta tcctcttcat tgtattcctt 240 
ctcatctatg tgacctccat aatgggtaat agtggaataa tcttactcat caacacagat 3 00 
tccagatttc aaacactcac gtactttttt ctacaacatt tggcttttgt tgatatctgt 360 
tacacttctg ctatcactcc caagatgctc caaagcttca cagaagaaaa gaatttgata 420 
ttatttcagg gctgtgtgat acaattctta gtttatgcaa catttgcaac cagtgactgt 480 
tatctcctgg ctatgatggc agtggatcct tatgttgcca tctgtaagcc ccttcactat 540 
actgtaatca tgtcccgaac agtctgcatc cgtttggtag ctggttcata catcatgggc 600 
tcaataaatg cctctgtaca aacaggtttt acatgttcac tgtccttctg caagtccaat 660 
agcatcaatc actttttctg tgatgttccc cctattcttg ctctttcatg ctccaatgtt 720 
gacatcaaca tcatgctact tgttgtcttt gtgggatcta acttgatatt cactgggttg 780 
gtcgtcatct tttcctacat ctacatcatg gccaccatcc tgaaaatgtc ttctagtgca 840 
ggaaggaaaa aatccttctc aacatgtgct tcccacctga ccgcagtcac cattttctat 900 
gggacactct cttacatgta tttgcagtct cattctaata attcccagga aaatatgaaa 9 60 
gtggccttta tattttatgg cacagttatt cccatgttaa atcctttaat ctatagcttg 1020 
agaaataagg aagtaaaaga agctttaaaa gtgataggga aaaagttatt ttaa 1074 



<210> 15 
<211> 357 
<212> PRT 

<213> homo sapiens 



<400> 15 
Met Asn Asn Thr 
1 

Asp Leu Lys Tyr 

20 

Leu Leu Phe Trp 
35 

Met Thr Leu Gly 
50 

Phe Gly Ala Gin 
65 

Leu lie Tyr Val 

lie Asn Thr Asp 

100 

His Leu Ala Phe 
115 

Met Leu Gin Ser 
130 

Cys Val lie Gin 
145 

Tyr Leu Leu Ala 

Pro Leu His Tyr 

180 

Val Ala Gly Ser 
195 

Gly Phe Thr Cys 
210 

Phe Phe Cys Asp 
225 

Asp lie Asn lie 
Phe Thr' Gly Leu 



lie Val Phe Val 
5 

Arg Ala lie Ser 

Val Leu Leu Leu 

40 

Asn Ser Thr Glu 
55 

His Glu Phe Trp 
70 

Thr Ser lie Met 
85 

Ser Arg Phe Gin 

Val Asp lie Cys 

120 

Phe Thr Glu Glu 
135 

Phe Leu Val Tyr 
150 

Met Met Ala Val 
165 

Thr Val lie Met 

Tyr lie Met Gly 

200 

Ser Leu Ser Phe 
215 

Val Pro Pro lie 
230 

Met Leu Leu Val 
245 

Val Val lie Phe 



lie Lys lie Gin 
10 

Leu Gin Glu lie 
25 

Val lie Ser Arg 

Val Thr Glu Phe 

60 

Cys lie Leu Phe 
75 

Gly Asn Ser Gly 
90 

Thr Leu Thr Tyr 
105 

Tyr Thr Ser Ala 

Lys Asn Leu lie 

140 

Ala Thr Phe Ala 
155 

Asp Pro Tyr Val 
170 

Ser Arg Thr Val 
185 

Ser lie Asn Ala 

Cys Lys Ser Asn 

220 

Leu Ala Leu Ser 
235 

Val Phe Val Gly 
250 

Ser Tyr lie Tyr 



lie Glu Lys Ser 
15 

Ser Lys lie Ser 
30 

Leu Leu Leu Ala 
45 

Tyr Leu Leu Gly 

lie Val Phe Leu 

80 

lie lie Leu Leu 
95 

Phe Phe Leu Gin 

110 

lie Thr Pro Lys 
125 

Leu Phe Gin Gly 

Thr Ser Asp Cys 

160 

Ala lie Cys Lys 
175 

Cys lie Arg Leu 
190 

Ser Val Gin Thr 
205 

Ser lie Asn His 

Cys Ser Asn Val 

240 

Ser Asn Leu lie 
255 

lie Met Ala Thr 



260 

lie Leu Lys Met 
275 

Cys Ala Ser His 
290 

Tyr Met Tyr Leu 
305 

Val Ala Phe lie 

lie Tyr Ser Leu 

340 

Gly Lys Lys Leu 
355 



Ser Ser Ser Ala 

280 

Leu Thr Ala Val 
295 

Gin Ser His Ser 
310 

Phe Tyr Gly Thr 
325 

Arg Asn Lys Glu 
Phe 



265 

Gly Arg Lys Lys 

Thr lie Phe Tyr 

300 

Asn Asn Ser Gin 
315 

Val lie Pro Met 
330 

Val Lys Glu Ala 
345 



270 

Ser Phe Ser Thr 
285 

Gly Thr Leu Ser 

Glu Asn Met Lys 

320 

Leu Asn Pro Leu 
335 

Leu Lys Val lie 
350 



<210> 16 

<211> 930 

<212> DNA 

<213> homo sapiens 

<400> 16 

atgacactag gaaacagcac tgaagtcact gaattctatc ttctgggatt tggtgcccag 60 
catgagtttt ggtgtatcct cttcattgta ttccttctca tctatgtgac ctccataatg 120 
ggtaatagtg gaataatctt actcatcaac acagattcca gatttcaaac actcacgtac 180 
ttttttctac aacatttggc ttttgttgat atctgttaca cttctgctat cactcccaag 240 
atgctccaaa gcttcacaga agaaaagaat ttgatattat ttcagggctg tgtgatacaa 3 00 
ttcttagttt atgcaacatt tgcaaccagt gactgttatc tcctggctat gatggcagtg 3 60 
gatccttatg ttgccatctg taagcccctt cactatactg taatcatgtc ccgaacagtc 420 
tgcatccgtt tggtagctgg ttcatacatc atgggctcaa taaatgcctc tgtacaaaca 480 
ggttttacat gttcactgtc cttctgcaag tccaatagca tcaatcactt tttctgtgat 540 
gttcccccta ttcttgctct ttcatgctcc aatgttgaca tcaacatcat gctacttgtt 600 
gtctttgtgg gatctaactt gatattcact gggttggtcg tcatcttttc ctacatctac 660 
atcatggcca ccatcctgaa aatgtcttct agtgcaggaa ggaaaaaatc cttctcaaca 720 
tgtgcttccc acctgaccgc agtcaccatt ttctatggga cactctctta catgtatttg 780 
cagtctcatt ctaataattc ccaggaaaat atgaaagtgg cctttatatt ttatggcaca 840 
gttattccca tgttaaatcc tttaatctat agcttgagaa ataaggaagt aaaagaagct 9 00 
ttaaaagtga tagggaaaaa gttattttaa 930 

<210> 17 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 17 

Met Thr Leu Gly Asn Ser Thr Glu Val Thr Glu Phe Tyr Leu Leu Gly 

15 10 15 

Phe Gly Ala Gin His Glu Phe Trp Cys lie Leu Phe lie Val Phe Leu 

20 25 30 

Leu lie Tyr Val Thr Ser lie Met Gly Asn Ser Gly lie lie Leu Leu 

35 40 45 

lie Asn Thr Asp Ser Arg Phe Gin Thr Leu Thr Tyr Phe Phe Leu Gin 

50 55 60 

His Leu Ala Phe Val Asp lie Cys Tyr Thr Ser Ala He Thr Pro Lys 
65 70 75 80 

Met Leu Gin Ser Phe Thr Glu Glu Lys Asn Leu He Leu Phe Gin Gly 

85 90 95 



Cys Val lie Gin Phe Leu Val Tyr Ala Thr Phe Ala Thr Ser Asp Cys 

100 105 110 

Tyr Leu Leu Ala Met Met Ala Val Asp Pro Tyr Val Ala lie Cys Lys 

115 120 125 

Pro Leu His Tyr Thr Val lie Met Ser Arg Thr Val Cys lie Arg Leu 

130 135 140 

Val Ala Gly Ser Tyr lie Met Gly Ser. lie Asn Ala Ser Val Gin Thr 
145 150 155 160 

Gly Phe Thr Cys Ser Leu Ser Phe Cys Lys Ser Asn Ser lie Asn His 

165 170 175 

Phe Phe Cys Asp Val Pro Pro lie Leu Ala Leu Ser Cys Ser Asn Val 

180 185 190 

Asp lie Asn lie Met Leu Leu Val Val Phe Val Gly Ser Asn Leu lie 

195 200 205 

Phe Thr Gly Leu Val Val lie Phe Ser Tyr lie Tyr lie Met Ala Thr 

210 215 220 

lie Leu Lys Met Ser Ser Ser Ala Gly Arg Lys Lys Ser Phe Ser Thr 
225 230 . 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr lie Phe Tyr Gly Thr Leu Ser 

245 250 255 

Tyr Met Tyr Leu Gin Ser His Ser Asn Asn Ser Gin Glu Asn Met Lys 

260 265 270 

^Ft Val Ala Phe lie Phe Tyr Gly Thr Val lie Pro Met Leu Asn Pro Leu 

Cl 275 280 285 

im lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Leu Lys Val lie 



■ S S 



I c 



290 295 300 

Gly Lys Lys Leu Phe 
305 



m 

Si 

!^ <210> 18 

fc* <211> 2600 

H <212> DNA 



<213> homo sapiens 



M <400> 18 

attctacctt cttctaataa aggtttatcc caataaaagg aacactcctt gaaagaactg 60 
tatttctttc attttacagt aaatttaccc taggaagaaa cttatacgaa cttactatac 120 
ttcagtcctt gttagatgtt aaaatgaaga gaattgtttc ttgttcctca actacagaat 180 
tgaaaaaaaa aagtaataga aaatgtaagg ctatttctca ggcatccatt acataatgag 240 
gttattttgc ttgtaaagaa tatcacatag atgagagatg cagtctaggg atactaatac 300 
aaagacacgt tgaagccttc aaacatatgt gaaccatgaa cacatttcaa aaaaattctc 3 60 
tctaattcta ttaatttcca aagctggaac caaaattaaa atggtaagtg gctgtgaaca 420 
attataagtt tctaaaaaag taaaaaatta cattttagca ttactttaaa aatatggata 480 
gctgtttaat acagaggaaa attgtcaatc tatgtttcta agaactatac acattaggag 540 
ttaggatact tctaagacaa tctccttcga ttttgaagat gaatccattt catcttacat 600 
caagtaaatc actctttact tgatgattat aaatacattt cttaaatttg aaaatgaata 660 
acactattgt atttgtcata aaaatacaaa tagaaaaaag tgacttgaaa tatagagcca 720 
tttcattgca agaaatctca aagatttccc ttcttttctg ggtccttctc ttggtcattt 780 
ctagactttt actagccatg acactaggaa acagcactga agtcactgaa ttctatcttc 840 
tgggatttgg tgcccagcat gagttttggt gtatcctctt cattgtattc cttctcatct 900 
atgtgacctc cataatgggt aatagtggaa taatcttact catcaacaca gattccagat 960 
ttcaaacact cacgtacttt tttctacaac atttggcttt tgttgatatc tgttacactt 1020 
ctgctatcac tcccaagatg ctccaaagct tcacagaaga aaagaatttg atattatttc 1080 
agggctgtgt gatacaattc ttagtttatg caacatttgc aaccagtgac tgttatctcc 1140 
tggctatgat ggcagtggat ccttatgttg ccatctgtaa gccccttcac tatactgtaa 1200 



12 



tcatgtcccg aacagtctgc atccgtttgg tagctggttc atacatcatg ggctcaataa 1260 
atgcctctgt acaaacaggt tttacatgtt cactgtcctt ctgcaagtcc aatagcatca 1320 
atcacttttt ctgtgatgtt ccccctattc ttgctctttc atgctccaat gttgacatca 1380 
acatcatgct acttgttgtc tttgtgggat ctaacttgat attcactggg ttggtcgtca 1440 
tcttttccta catctacatc atggccacca tcctgaaaat gtcttctagt gcaggaagga 1500 
aaaaatcctt ctcaacatgt gcttcccacc tgaccgcagt caccattttc tatgggacac 1560 
tctcttacat gtatttgcag tctcattcta ataattccca ggaaaatatg aaagtggcct 1620 
ttatatttta tggcacagtt attcccatgt taaatccttt aatctatagc ttgagaaata 1680 
aggaagtaaa agaagcttta aaagtgatag ggaaaaagtt attttaaatc agccccagtt 1740 
gttaacattc aactcaacaa atcatccaac atagctgttc tgctaaaatt taatttttcc 1800 
acaataagga atatgtagaa agatgtcaaa ttaataatct aacatcacct ctagaggaat 1860 
ttaaaataca aaagccaaca aatcccaaac ctagcagaag aaaaaaataa ctaaaatcag 192 0 
aacagaactg aacaaaattg agacccaaaa tttatgcaaa aatttaatga aaccaaaatt 1980 
tggtttcttg gaagaataaa taagattggt aggctgctag ccagattcac aaagagaaaa 2 040 
gagggaatat ctaaataagc acaaccagaa agaacaaagg tgacattaca accaatccca 2100 
cagaaataca aaaaaatact cagagactat tatgaacact tccatgcaaa taagctagaa 2160 
aatatagaga aaaatggatg aattcctggg aacatacagc ctctcaggat tttatcagaa 2220 
agacactgaa accctgagcc aatcaatacc aagttttgaa attgaatctc tactaaaaaa 2280 
aacctaccaa ccaaaaaaaa aaatcccaga ccaaaagaat ttgctgtcaa attctatcag 2340 
atgtaaaaag aagagctggg gccaattcta gtgaaactat ttggaaaaat tgaggaacag 2400 
ggactcttct gtaactcatt ctatgaaact agtatcagcc tgatacaaaa acctgacaaa 2460 
gacacaatga aaaaagaaaa ctgcaagcca gtattcctga taaacataga tgcaaaacca 2520 
tcaatgaaat actagcaaac caaattcaac agcacatcaa aagttaattc accatgatca 2580 
agtaggcttc attcttggat 2600 



<210> 19 

<211> 933 

<212> DNA 

<213> homo sapiens 



<400> 19 

atggaaagca atcagacctg gatcacagaa gtcatcctgt tgggattcca ggtggaccca 60 
gctctggagt tgttcctctt tgggtttttc ttgctattct acagcttaac cctgatggga 120 
aatgggatta tcctggggct catctacttg gactctagac tgcacacacc catgtatgtc 180 
ttcctgtcac acctggccat tgtggacatg tcctatgcct cgagtactgt ccctaagatg 240 
ctagcaaatc ttgtgatgca caaaaaagtc atctcctttg ctccttgcat acttcagact 300 
tttttgtatt tggcgtttgc tattacagag tgtctgattt tggtgatgat gtgctatgat 3 60 
cggtatgtgg caatctgtca ccccttgcaa tacaccctca ttatgaactg gagagtgtgc 420 
actgtcctgg cytcaacttg ctggatattt agctttctct tggctctggt ccatattact 480 
cttattctga ggctgccttt ttgtggccca caaaagatca accacttttt ctgtcaaatc 540 
atgtccgtat tcaaattggc ctgtgctgac actaggctca accaggtggt cctatttgcg 600 
ggttctgcgt tcatcttagt ggggccgctc tgcctggtgc tggtctccta cttgcacatc 660 
ctggtggcca tcttgaggat ccagtctggg gagggccgca gaaaggcctt ctctacctgc 720 
tcctcccacc tctgcgtggt ggggcttttc tttggcagcg ccattgtcat gtacatggcc 780 
cccaagtcaa gccattctca agaacggagg aagatccttt ccctgtttta cagccttttc 840 
aacccgatcc tgaaccccct catctacagc cttaggaatg cagaggtgaa aggggctcta 900 
aagagagtcc tttggaaaca gagatcaatg tga 93 3 



<210> 20 

<211> 310 

<212> PRT 

<213> homo sapiens 



<400> 20 

Met Glu Ser Asn Gin Thr Trp lie Thr Glu Val lie Leu Leu Gly Phe 
15 10 15 



I 





Gin Val Asp Pro Ala Leu Glu Leu Phe Leu Phe Gly Phe Phe Leu Leu 

20 25 30 

Phe Tyr Ser Leu Thr Leu Met Gly Asn Gly lie lie Leu Gly Leu lie 

35 40 45 

Tyr Leu Asp Ser Arg Leu His Thr Pro Met Tyr Val Phe Leu Ser His 

50 55 60 

Leu Ala lie Val Asp Met Ser Tyr Ala Ser Ser Thr Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Val Met His Lys Lys Val lie Ser Phe Ala Pro Cys 

85 90 95 

lie Leu Gin Thr Phe Leu Tyr Leu Ala Phe Ala lie Thr Glu Cys Leu 

100 105 110 

lie Leu Val Met Met Cys Tyr Asp Arg Tyr Val Ala lie Cys His Pro 

115 120 125 

Leu Gin Tyr Thr Leu lie Met Asn Trp Arg Val Cys Thr Val Leu Ala 

130 135 140 

Ser Thr Cys Trp lie Phe Ser Phe Leu Leu Ala Leu Val His lie Thr 
145 150 155 160 

Leu lie Leu Arg Leu Pro Phe Cys Gly Pro Gin Lys lie Asn His Phe 

165 170 175 

Phe Cys Gin lie Met Ser Val Phe Lys Leu Ala Cys Ala Asp Thr Arg 

180 185 190 

M Leu Asn Gin Val Val Leu Phe Ala Gly Ser Ala Phe lie Leu Val Gly 

vJ3 195 200 205 

y3 Pro Leu Cys Leu Val Leu Val Ser Tyr Leu His lie Leu Val Ala lie 

N 210 215 220 

U1 Leu Arg lie Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys 

LU 225 230 235 240 

(□ Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala lie Val 

CO 245 250 255 

TITS 

;3 Met Tyr Met Ala Pro Lys Ser Ser His Ser Gin Glu Arg Arg Lys lie 

M, 260 265 270 

(3 Leu Ser Leu Phe Tyr Ser Leu Phe Asn Pro lie Leu Asn Pro Leu lie 

275 280 285 

Tyr Ser Leu Arg Asn Ala Glu Val Lys Gly Ala Leu Lys Arg Val Leu 
290 295 300 

£T Trp Lys Gin Arg Ser Met 

305 310 



14 



